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3 Bifidobacterium angulatum 
6 Bifidobacterium catenulatum 
9 Bifidobacterium longum 
12 Atopobium minutum 
15 Rhodopseudomonas palstris 

are three densities with two 
spots in each density. 



1 Bifidobacterium adolescentis 2 Bifidobacterium angulatum 

4 Bifidobacterium bifidum 5 Bifidobacterium breve 

7 Bifidobacterium gallicum 8 Bifidobacterium infantis 

10 Bifidobacterium pseudocatenulatum 1 1 Escherichia coli 

13 Lactobacillus brevis 14 Streptococcus bovis 

The numbers on the spots indicate sample numbers. There 



